New and emerging chlamydial infections of creatures great and small
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Until recently, our knowledge of the host range and diversity of members of the Chlamydiaceae, obligate intracellular bacterial pathogens of
humans and animals, was thought to be nearly complete. Aided by advances in molecular diagnostics, a new picture is emerging, however, that
the host barriers may be looser than previously thought for many chlamydial species. While cross-host transmission of chlamydial species is a
concern for animal health, new reports highlight an emerging zoonotic risk for several species associated with intensification of farming and
the widespread popularity of companion animals. The description of an expanded cohort of new species within this family from avian and
reptilian hosts has also highlighted how much we still have to learn about the biology and pathogenicity of the Chlamydiaceae as a whole.
Reports emerging about these relatives of the traditional chlamydial pathogens are matched by the continued identification of novel
Chlamydia-related bacteria in the phylum Chlamydiae, providing evidence that many may be pathogenic to humans or animals and pose a
zoonotic or vector-borne risk. The review examines the new hosts described for well-characterized chlamydial veterinary pathogens,
emerging novel chlamydial species and the potential for these to cause disease in their respective hosts.
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Chlamydia trachomatis HAR-13 (NR_025888.1) )
Chlamydia muridarum Nigg (NR_074982.1)
L Chlamydia suis S45 (NR_029196.1)
Chlamydia pecorum E58 (D88317.1)
{_ECa. Chlamydia sanzinia 2742-808 (KT012690.1)
Chlamydia pneumoniae AR39 (NC_002179)

—— Ca. Chlamydia ibidis 10-1398/6 (NR_118019.1)

Chlamydia avium 12DC97 (KF366260.1)
Chlamydia gallinacea 08-1274/3 (GQ398026.1)

[
—~—
Chlamydiaceae

Chlamydia felis Fe/C429 (D85707.1)
Chlamydia caviae strain Gp/lc (NR_036833.1)
Chlamydia abortus B577 (AB001783.1)
Chlamydia psittaci PCM131 (AB001803.1)
Ca.Amphibiichlamydia ranarum AMCS11/3 (JN402380.1) \
_—|:a. Amphibiichlamydia salamandrae AMCS11/1 (JN392919.1)
Ca. Clavochlamydia salmonicola (EF577392.1)
Waddlia chondrophila WSU 86-1044 (NR_028697.1)
mdna malayensiensis G817 (AY184804.1)

Parachlamydia acanthamoebae UV-7 (AJ715410.1)

-

— Ca. Protochlamydia amoebophila UWE25 (JQ346728.1)
L— ca Protochlamydia naegleriophila KNic (DQ632609.1)
Ca. Metachlamydia lacustris CHSL (GQ221847.1)
Ca. Mesochlamydia elodeae KV (JN112799.1)

Neochlamydia hartmannellae A1Hsp (NR_025037.1)

Ca. Rubidis massiliensis (HG726047.1)

Criblamydia sequanensis CRIB-18 (NR_115696.1)
Estrella lausannensis CRIB-30 (EU074225.1)
Simkania negevensis strain Z (NR_029194.1)

Ca. Fritschea bemisiae Falk_YaelL (AY140910.1)
—|: Ca. Fritschea eriococci Elm (AY140911.1)

Ca. Syngamydia venezia Pi3-2 (KC182514.1)
— E Ca. Syngamydia salmonis D261006 (EU326493.1)
Ca. Neptunochlamydia vexilliferae ( LC049073.1)
Ca. Renichlamydia lutjani ELO (JN167597.1)

Ca. Rhabdochlamydia porcellionis 15C (HF933203.1)
[_— Ca. Rhabdochlamydia crassificans CRIBO1 (AY928092.1)

Ca. Piscichlamydia salmonis C093-1 (AY462244.1)

Chlamydia-related bacteria

Ca. Parilichlamydia carangidicola 25YTK11 (JQ673516.1)
Ca. Actinochlamydia clariae CF280911-8 (KC469550.1)
Ca. Similichlamydia laticola BAR12_T20.10 (KF219613.1)
Ca. Similichlamydia labri LB270612-24 (KC469562.1) /
0.04 Ca. Similichlamydia latridicola 118ST10 (KC686678.1)
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