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Highlights: 

 Feature selection from DNA Methylation data for Parkinson’s disease  

 Feature reduction using logistic regression and random forest 

 Prediction of disease condition using classifier based on identified features 

 Uniquely identified features using logistic regression were involved to PD  

 

  



Download English Version:

https://daneshyari.com/en/article/8953064

Download Persian Version:

https://daneshyari.com/article/8953064

Daneshyari.com

https://daneshyari.com/en/article/8953064
https://daneshyari.com/article/8953064
https://daneshyari.com

