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Abstract

Integral membrane proteins are among the most fascinating and important
biomolecules as they play a vital role in many biological functions. Knowledge
of their atomic structures is fundamental to the understanding of their
biochemical function and key in many drug discovery programs. However,
over the years, structure determination of integral membrane proteins has
proven to be far from trivial, hence they are underrepresented in the protein

data bank. Low expression levels, insolubility and instability are just a few of
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