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Abstract

This paper focuses on the use of controlled vocabularies (CVs) and ontologies especially in the area of
proteomics, primarily related to the work of the Proteomics Standards Initiative (PSI). It describes the
relevant proteomics standard formats and the ontologies used within them. Software and tools for
working with these ontology files are also discussed. The article also examines the “mapping files”
used to ensure correct controlled vocabulary terms are placed within PSI standards and the
fulfillment of the MIAPE (Minimum Information about a Proteomics Experiment) requirements.
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Abbreviations
ANDI-MS  Analytical Data Interchange format for Mass Spectrometry

AniML Analytical Information Markup Language

API Application Programming Interface

ASCII American Standard Code for Information Interchange

ASTM American Society for Testing and Materials

BTO BRENDA (BRaunschweig Enzyme DAtabase) Tissue Ontology
ChEBI Chemical Entities of Biological Interest

cv Controlled Vocabulary

DL Description Logic

EBI European Bioinformatics Institute

HDF5 Hierarchical Data Format, version 5

HUPO-PSI Human Proteome Organisation — Proteomics Standards Initiative
ICD International Classification of diseases

IUPAC International Union for Pure and Applied Chemistry

JCAMP-DX Joint Committee on Atomic and Molecular Physical data — Data eXchange format
MALDI Matrix Assisted Laser Desorption lonization

MeSH Medical Subject Headings

Ml Molecular Interaction

MIBBI Minimal Information for Biological and Biomedical Investigations
MITAB Molecular Interactions TABular format

MIAPE Minimum Information About a Proteomics Experiment
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