Accepted Manuscript
Title: U.S. Population Sequence Data for 27 Autosomal STR GENETICS
Loci

Authors: Katherine Butler Gettings, Lisa A. Borsuk, Carolyn
R. Steffen, Kevin M. Kiesler, Peter M. Vallone

PII: S1872-4973(18)30247-3

DOI: https://doi.org/10.1016/].fsigen.2018.07.013
Reference: FSIGEN 1932

To appear in: Forensic Science International: Genetics
Received date: 26-4-2018

Revised date: 26-6-2018

Accepted date: 16-7-2018

Please cite this article as: Gettings KB, Borsuk LA, Steffen CR, Kiesler KM, Vallone
PM, U.S. Population Sequence Data for 27 Autosomal STR Loci, Forensic Science
International: Genetics (2018), https://doi.org/10.1016/j.fsigen.2018.07.013

This is a PDF file of an unedited manuscript that has been accepted for publication.
As a service to our customers we are providing this early version of the manuscript.
The manuscript will undergo copyediting, typesetting, and review of the resulting proof
before it is published in its final form. Please note that during the production process
errors may be discovered which could affect the content, and all legal disclaimers that
apply to the journal pertain.


https://doi.org/10.1016/j.fsigen.2018.07.013
https://doi.org/10.1016/j.fsigen.2018.07.013

U.S. Population Sequence Data for 27 Autosomal STR Loci

Title:

Authors and Affiliations:

Katherine Butler Gettings ?*, Lisa A. Borsuk?, Carolyn R. Steffen?, Kevin M. Kiesler?®, and Peter M. Vallone®

2U.S. National Institute of Standards and Technology
Biomolecular Measurement Division

100 Bureau Drive

Gaithersburg, MD 20899

USA

katherine.gettings@nist.gov

lisa.borsuk@nist.gov

becky.steffen@nist.gov

kevin.kiesler@nist.gov

peter.vallone@nist.gov

*Corresponding Author’s Contact Information:

Katherine Butler Gettings

National Institute of Standards and Technology
Biomolecular Measurement Division

100 Bureau Drive

Gaithersburg, MD 20899-8314

USA

Phone: 301-975-6401

Fax: 301-975-8505

Email: katherine.gettings@nist.gov

Highlights

e N=1036 samples were sequenced at 27 autosomal STR loci

e CE concordance evaluation was performed for every sample and locus

e Results were confirmed across two bioinformatic pipelines

e Accession numbers are available for each sequence in the STRSeq BioProject

ABSTRACT

This manuscript reports Short Tandem Repeat (STR) sequence-based allele frequencies for 1,036 samples
across 27 autosomal STR loci: D151656, TPOX, D25441, D2S1338, D3S1358, D4S2408, FGA, D55818,
CSF1PO, D651043, D75820, D8S1179, D9S1122, D10S1248, THO1, vWA, D12S391, D13S317, Penta E,
D16S539, D1751301, D18S51, D19S433, D20S482, D21S11, Penta D, and D2251045. Sequence data was
analyzed by two bioinformatic pipelines and all samples have been evaluated for concordance with alleles
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