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Acetylene, thin films on silicone, LDI-FT-MS, 411
Acylglycines, urinary, analysis by UPLC-QLTC-MS, 2105
Adrenal glands, rat ovaries and, DBDE localization by TOF-

SIMS, 1836
Affinity mass spectroscopy

HIV gp120 epitopes mapped by MS, 1687
IMALDI MS assay for diagnosis of hypertension, 1680
phosphopeptide enrichment by MOAC resins, MS/MS, 1649
protein-ligand interactions, quantification by SAW-ESI-MS,

1643
proteins and peptides, affinity determination using HDX, 1660
serum protein samples in preeclampsia, multifactoral analysis

of affinity-MS data, 1699
targeted data acquisition for improved quantification, pro-

teomics, MS, 1668
Agarans, carrageenans and, sulfated oligosaccharide isomers,

ESI-MS, 1404
Air
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ticulate ions, 242

trace analyses, handheld mass spectrometer, APCI, 132
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(DMA)-MS, 1129
Aldehydes, PFBHA-derivatized, detection limits of EI- and

ECNI-MS, 592
Amino acids

distribution in SILAC experiments, QTIPS, 1417
effect of cysteine or arginine on peptide copper binding,

MALDI-TOF-MS, 522
influence of side chains on opening of cyclic bs ions, 1028
L-alanine and sarcosine separation from urine, ESI and IMS-

(DMA)-MS, 1129
peptide hydrogen transfer affected by charge state and com-

position of, ECD, 1979
reactions of aromatic �, � biradical with gas phase, 1737

5-Aminosalicycilic acid matrix, peptides, decay and fragmenta-
tion characteristics using, MALDI-ISD-MS, 979

Amyloid � peptides, interaction with anti-amyloid agents, ESI-
MS, 1506

Amyloids, investigating assembly pathways by ESI MS, 1087
Analytes

ionization of, regimen transition in electromechanical fluid
atomization and, MS, 1900

low-molecular weight, binary matrix for visible-MALDI, 294
Androgens, analysis of SARMs by GC-microchip APPI-MS, 310
Anion exchange chromatography, enrichment of sulfated gly-

cans by, prior to MS, 348
Anions

cations and, in siRNA, IRMPD, 580
metal, alkali metal oxalates, from CID, 1944
protoporphorin-IX triplet-triplet absorption by, electrostatic

ion storage ring, 1884
Antigen/antibody interactions, proteins and peptides, affinity

determination using HDX, 1660
AP-11, protein composition analyzed using MALDI LTQ Orbi-

trap, 34

APPI-MS. see Atmospheric pressure photoionization mass spec-
trometry

Arabidopsis thaliana, neutral cuticular lipids from, MALDI imag-
ing in insects and plants, 220

Arginine
effect on macrocyclic b ion formation, protonated peptides,

1322
methylation of lysine and, ETD-MS, 88

[ArNi(PPh3)N] , gas-phase cyclometalations, ESI-MS/MS, 1265
ASAP. see Atmospheric solids analysis probes
Aspartic residues, isoaspartic and differentiation, ETD, 1012
Asymmetric charge partitioning, DNA duplex dissociation and,

1144
Atmosphere samples, expansion intervacuum in trapping partic-

ulate ions, 242
Atmospheric pressure chemical ionization

effect-directed analysis of mutagenic compounds, HPLC/
APCI-FTICR-MS, 1016

handheld mass spectrometer, trace air analyses, 132
Atmospheric pressure matrix-assisted laser dissociation/ioniza-

tion mass spectrometry, B. thuringiensis spores, proteom-
ics approach to species-level identification, 993

Atmospheric pressure photoionization-ion mobility spectrometry-
mass spectrometry, separation of different ion structures
in, 1565

Atmospheric pressure photoionization mass spectrometry
gas phase Meerwein reaction, epoxides, 1802
GC-microchip, analysis of SARMs by, 310

Atmospheric solids analysis probes, sample introduction using,
LSI-MS, 1889

ATP binding sites, protein kinases, top-down MS, 899

b ions
analysis by H/D exchange kinetics during FT-ICR-MS, 358
effect of arginine on macrocyclic formation of, protonated

peptides, 1322
effect of His residues on cyclization of, peptides, 1352
macrocyclic, peptide sequence scrambling via, MS/MS, 2085

bs ions, cyclic, influence of AA side chains on opening, 1028
Bacillus thuringiensis, spores, proteomics approach to species-

level identification, AP-MALDI-MS, 993
Bacteriorhodopsin, site-directed mutagenesis and oxidative la-

beling, MS, 1947
Benzene, handheld mass spectrometer, trace air analyses, APCI,

132
Benzene-to-phenol conversion, by FeO�, intermediates in,

IRMPD, 750
Benzylpyridinium “thermometer” ions, fragmentation of, ESI-

MS, 172
Beverages, cocaine detection in, using nanoEESI-MS, 290
Bioimaging, cerebral, in murine Parkinson’s disease model, LA-

ICP-MS, 161
Biomolecules

AC-ESI for MS, 1852
analysis by UASI MS, 1547
charged, protein interaction with, ESI-MS, 472
fluorescence probe of conformations, ITMS, 707
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Biopharmaceuticals, conformation and dynamics using MS, 323
Biosensors, protein-ligand interaction quantification by SAW-

ESI-MS, 1643
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and Fundamentals of FAIMS, R4 (Apr)

Mass Spectrometry Analysis for Protein-Protein Interactions and
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Mass Spectrometry Instrumentation, Interpretation, and Applica-
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tein Identification, R3 (Apr)
Review of the 22nd Sanibel Conference on Mass Spectrometry:

From Structural Biology to Drug Discovery: New Roles for
Mass Spectrometry of Nucleic Acids, R1 (Jul)

Boric acid, quantitative analysis by GC-MS, 482
Brain

human, cocaine, MALDI-MS analysis, 564
tissue sections, glycosphingolipids, use of gold nanoparticles

and, 1940
Buffer loading, effect for ESI-MS, noncovalent protein com-

plexes, 1045

c1 ions, formation in CID of peptides, 1814
Calibration function, space charge effect, Orbitrap FT-MS, 1846
Calibration standards, sulfur, for LDI-MS, 112
Calmodulin, macrophage, top-down LC-FTICR-MS, 930
Calorimetry

measurement of internal energy deposition in ion activation
using nanocalorimetry, 615

peptide dissociation energies and entropies, ion nanocalorim-
etry and CIA, 1133

Captopril, urine, quantification using SALVI-MS, 864
Carbamino groups, formation of, proteins and peptides, ESI-MS,

1500
Carbohydrates

EDTA in analysis of, ESI-MS, 1526
sugar isomers, analysis using the kinetic method, 60

Carbonyl functionality, hydroxyl functionality and, in protein-
ated bifunctional analytes prior to FTICR-MS, 773

Cardiolipins, structural analysis by ESI multiple stage LIT-MS,
1863

Carrageenans, agarans and, sulfated oligosaccharide isomers,
ESI-MS, 1404

Cations
�-radical, fragmentation of arginine-containing peptides, CID,

511
anions and, in siRNA, IRMPD, 580
radical, gas-phase unimolecular chemistry of, cysteine-

containing peptides, 1296
Cavitands, phosphonate, hydrogen bonding in, 440
CD-ECI. see Corona discharge induced electrochemical ioniza-

tion
Cesium iodide, cluster ion generation for mass calibration,

MALDI-MS, 1223
Charge ratio, determines fragment efficiency, MS/MS of pep-

tides, 1857
Charge remote fragmentation, occurence in EDC and ETD, 646
Charge separation, in droplet-based ion sources, electrohydro-

dynamics, 501
Charge states, peptide hydrogen transfer affected by AA com-

position and, ECD, 1979
CID. see Collision-induced dissociation
Cisplatin, N-terminal platination of ubiquitin by, ion mobility

MS, 1097
Cluster ions, CsI, generation for mass calibration, MALDI-MS,

1223

Cluster secondary ion intensities, relationships between, 370
Cocaine

detection in beverages using nanoEESI-MS, 290
human brain tissue, MALDI-MS analysis, 564

Collision-assisted dissociation mass spectrometry. see Collision-
induced dissociation mass spectrometry

Collision-induced dissociation mass spectrometry
�- and �-acyl naphthalenes, assignment of constitutional iso-

mers using, 2041
alkali metal oxalates, metal ions from, 1944
arginine-containing peptides, fragmentation of �-radical cat-

ions, 511
axial and high-pressure, using DAPI, ion trap mass spectrom-

eter, 209
deproteinated RNA, base loss and internal fragmentation, 278
HMGA1a modifications, combined CID- and ETD-MS, 950
ion trap, dissociation of locked nucleic acids, 144
peptides, c1 ion formation in, 1814
polylactide oligomers, 1159
prevalent fragmentation pathways, proteins, FT-ICR-MS, 949
protein kinase ATP binding sites, top-down MS, 899
Rice-Ramsperger-Kassel-Sarcus modeling, in MS/MS, 425
RNA sequencing by EDD and, top-down MS, 918
UO4- formed during, 1789

Collision-induced dissociation tandem mass spectrometry
benzyl-aminated peptides, gas-phase fragmentation character-

istics, 1624
lithiated olytetrahydrofuran, fragmentation properties, 1753
PEGylation sites for peptides and proteins identified using

ISF and, 810
surface mapping of proteins, 1339

Copper, binding by peptides, effect of cysteine or arginine on,
MALDI-TOF-MS, 522

Corona discharge induced electrochemical ionization, peptide
fragmentation by, 2051

Cuticle, neutral lipids from, MALDI imaging in insects and
plants, 220

Cyanuric acid, melamine and, gas-phase acid-base properties of,
1720

�-Cyclodextrans, EDTA in ESI MS analysis, 1526
Cyclometalations, gas phase, [ArNi(PPh3)N] , ESI-MS/MS, 1265
Cystatins, human salivary, mass tag assignment, top-down FT-

ICR-MS, 908
Cytochrome c, ion/ion proton transfer reactions and conforma-

tion, 1208

DAPI. see Discontinuous atmospheric pressure interface
Data analysis

data format for mass spectrometry, proteomics, 1784
data reduction, automated feature identification, IMS, 1969
effect-directed analysis of mutagenic compounds, HPLC/

APCI-FTICR-MS, 1016
effects of data acquisition and, IRPD, 800
H/D exchange, automated data reduction, FT-ICR-MS, 550
mass measurement terminology and treatment of data, 1821
multifactoral analysis, serum protein samples in preeclampsia,

affinity-MS data, 1699
Data-dependent neutral gain MS3, N-oxide identification in drug

metabolites, 559
Databases

effect-directed analysis of mutagenic compounds, HPLC/
APCI-FTICR-MS, 1016

MAZIE enhances searching of MS/MS spectra, 80
DBDE. see Deca-bromo-diphenyl-ether residues
DCIM. see Drift cell ion mobility mass spectrometry
Deca-bromo-diphenyl-ether residues, localization by TOF-SIMS,

rat ovaries and adrenal glands, 1836
Deoxyribonucleosides, gas phase acidities of, 136
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