
Data Article

Phylogeny of the plant 4/1 proteins

Sergey Y. Morozov n, Andrey G. Solovyev, Alexey V. Troitsky
A. N. Belozersky Institute of Physico-Chemical Biology, Lomonosov Moscow State University, 119992 Moscow, Russia

a r t i c l e i n f o

Article history:
Received 3 November 2015
Accepted 16 November 2015
Available online 25 November 2015

a b s t r a c t

The Nt-4/1 protein of unknown function has been shown to be
alpha-helical and predominantly expressed in conductive tissues
of tobacco plants. So far, obvious Nt-4/1 orthologs were found only
in flowering plants. We report the analysis of 4/1 genes and the
encoded proteins of lower land plants (Morozov et al., 2015) [1]. In
this data article, we present two phylogenetic trees of angiosperm
4/1 proteins together with orthologs from liverworts, lycophytes,
ferns and gymnosperms.
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Fig. 1. Neighbour-joining (NJ) tree based on the 4/1 protein sequences showing the phylogenetic relationship between 4/1
polypeptides from land plants. The numbers indicate the NJ bootstrap values for 1000 replicates.
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