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high-pH reverse-phase liquid chromatography (hp-RPLC) was first
integrated with a TripleTOF 5600 mass spectrometer to compre-
hensively profile the normal CSF proteome. A total of 49,836
unique peptides and 3256 non-redundant proteins were identi-
fied. To obtain high-confidence results, 2513 proteins with at least
2 unique peptides were further selected as bona fide CSF proteins.
Nearly 30% of the identified CSF proteins have not been previously
reported in the normal CSF proteome. More than 25% of the CSF
proteins were components of CNS cell microenvironments, and
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network analyses indicated their roles in the pathogenesis of
neurological diseases. The top canonical pathway in which the CSF
proteins participated was axon guidance signaling. More than
one-third of the CSF proteins (788 proteins) were related to
neurological diseases, and these proteins constitute potential CSF
biomarker candidates. The mapping results can be freely down-
loaded at http://122.70.220.102:8088/csf/, which can be used to
navigate the CSF proteome. For more information about the data,
please refer to the related original article [1], which has been
recently accepted by Journal of Proteomics.
© 2015 The Authors. Published by Elsevier Inc. This is an open
access article under the CC BY license
(http://creativecommons.org/licenses/by/4.0/).
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Instruments including Waters Acquity nano-UPLC system, AB SCIEX Triple TOF 5600 system

Analyzed

Protein samples were reduced with 10 mM DTT, alkylated with 55 mM iodoacetamide, digested using
sequencing-grade modified trypsin.

CSF pooled from 14 individuals (7 women and 7 men) was subjected to the depletion of 14 high-
abundance proteins with an immunoaffinity column. The flow-through proteins, bound proteins, and
original proteins were collected separately, digested, and then separated into 30 fractions each by high-
pH RPLC. Total 90 fractions were subjected to nano-RPLC-MS/MS analysis.

Beijing, China

The data in the data in brief, in the related original article [1] and at http://122.70.220.102:8088/csf/ can
be freely downloaded.

Value of the data

e This study identified the largest high-confidence dataset of the human CSF proteome.

Some CSF proteins' abundances are quantified by the iBAQ method.

High proportion of the CSF proteins is microenvironment components of CNS cells.
High proportion of the CSF proteins participate in neurocyte connectivity.

A large part of CSF proteins are biomarker candidates of neurological diseases.

1. Data, experimental design, materials and methods

1.1. Data

Table 1 lists all the CSF proteins with at least 2 unique peptide identifications. Table 2 lists the
proteins and their abundances, which were quantified by the iBAQ [2] method. Table 3 lists the CSF
proteins that participate in the axon guidance signaling pathway. Table 4 lists the CSF proteins
involved in neurological diseases.
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