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The murine forkhead family of transcription factors consists of over 30 members, the vast
majority of which is important in embryonic development. Implicated in processes such as
proliferation, differentiation and survival, forkhead factors show highly restricted
expression patterns. In search for forkhead genes expressed in specific neural systems,
we identified multiple family members. We performed a detailed expression analysis for
Foxj2, Foxk1 and the murine orthologue of the human ILF1 gene, which show a remarkable
preference for complex cortical structures. In addition, a comprehensive examination of
forkhead gene expression in dopamine neurons of the ventral tegmental area and
substantia nigra pars compacta, revealed Ilf1 as a novel transcriptional regulator in
midbrain dopamine neurons. These forkhead transcription factors may play a role in
maintenance and survival of developing and adult neurons.
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1. Introduction

The forkhead gene family consists of transcription factors
sharing a highly conserved DNA binding domain, named
after the first forkhead gene identified in Drosophila (Lai et

al., 1991; Weigel and Jackle, 1990; Weigel et al., 1989). Thus
far, over 30 forkhead factors have been identified in mice,
conserved across a wide range of species, and many of
which are important for embryonic development (Carlsson
and Mahlapuu, 2002; Kaufmann and Knochel, 1996). In the
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