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Abstract

Marker assisted selection (MAS) for residual feed intake (RFI) is considered to be one of the powerful means to improve feed 
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INTRODUCTION

it remains the paramount economic objective that 

living beings convert the feed to the live weight, 

growth and development and maintenance requirement, 
which are dependent on internal environment and 

endogenous function and external environmental 

concluded the great variation among different chicken 
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or moderate (Hess et al
for FCR would improve feed conversion, however, 

et al. 

intake (RFIkoch) that accounts for both maintenance 

growth weight, and being regarded as an alternative 

residual feed consumption had been put forward in 

et al et al

weight, adjusted egg mass and gain weight (including 

measured for calculating RFI was analogical, except 

et al

and ultrasound traits have been processed in beef 
cattle through constructing novel models (Montanholi  
et al R2

each trait to the total variation of RFIkoch

this method might represent an important component 

the potential differences in the relationship between 

 

RFI in cattle (Chen et al

including members of the up-regulated genes in low-
RFI individuals, most of which were involved in 

in genes associated with growth rate, like fat mass 
and obesity-associated (FTO) and transcription factor 
7-like-2 (TCF7L2), have demonstrated significant 
associations with RFI in pigs (Fan et al

on a few of literatures made contribution on feed 

(Ojano-Dirain et al
et al

 et al  et al

RESULTS AND DISCUSSION

Four comparative models

regression equations, and pointed out respective and 
combined numerical values such as SD (standard 
deviation), minimum, maximum, R2

impact factors adding to the equation resulted in 
the smallest R2 
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