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Contamination of pork products during slaughter represents an important vehicle for Salmonella spp.
dissemination to humans. Salmonellosis poses an important risk for public health and presents an important
economic issue to pork producers. This study aimed to evaluate the occurrence of this foodborne pathogen in
pork carcasses and risk tissues (ileum, ileocolic and mandibular lymph nodes and tonsils) by two methods:
the reference culture method (ISO 6579:2002) and a rapid Fluorescent In Situ Hybridization (FISH) method.
The culture method identified the presence of Salmonella spp. in 13.7% of the samples, while the FISH
technique revealed that 38.2% of the samples were positive. From these FISH positive samples, only 58 were
concordant to the positive results obtained by the culture method.
These results confirm the potential risk that pork represents in salmonellosis transmission, suggesting that
additional measures should be taken during evisceration practices and extraction of tonsils and mandibular
lymph nodes after slaughter, in order to achieve a better control of Salmonella contamination during
slaughter. The FISH method showed to be a rapid screening tool for Salmonella spp. detection in pork
samples.

© 2010 Elsevier Ltd. All rights reserved.

1. Introduction

Salmonella spp. is the most frequently reported cause of food
poisoning worldwide (Arnold, Scholz, Marg, Rosler, & Hensel, 2004).
Salmonellosis poses a high risk for public health, being responsible for
important economic losses for pork producers (Feder et al., 2001;
Fedorka-Cray, Kelley, Stabel, Gray, & Laufer, 1995). Epidemiological
studies in several European countries confirmed the importance of
pork as a source of Salmonella infection to humans (Bone et al., 2010;
Bruun et al., 2009; Ethelberg et al., 2008). Approximately 5 to 30% of
the foodborne salmonellosis cases in industrialized countries are
caused by the ingestion of pork and pork products (Araújo, 1996;
Blaha, 2001; Hald, Wingstrand, Swanenburg, Von Altrock, & Thorberg,
2003; Käsbohrer et al., 2000). Pigs may be asymptomatic carriers of
Salmonella, which may be found in the animals' digestive system,
associated lymphatic tissues (tonsils and mesenteric lymph nodes),
stomach content, lungs, skin and oral cavity (Hald et al., 2003; Jung,
Lee, Lee, Kim, & Kim, 2001; Käsbohrer et al., 2000;Metcalf et al., 2000).

Pork slaughtering process includes several steps where carcass
contamination with Salmonella may occur, through the oro-faryngic
route, stomach content and feces (Borch, Nesbakken, & Christensen,
1996; Hald et al., 2003; Olsen, Jensen, Dahl, & Christensen, 2001). The
product processing, storage and food preparation that occur after
slaughter may also contribute to the multiplication of these
contaminating bacterial agents (Bailey et al., 2003).

The European Food Safety Authority (EFSA) has published in 2008
a survey on Salmonella levels detected in slaughtered pigs across the
European Union in 2006–2007. Salmonella was estimated to be
present in one in ten pigs slaughtered for human consumption
(10.3%). Levels for Salmonella detected in pigs ranged from 0% to 29%
between Member States. Salmonella types most frequently identified
were Salmonella Typhimurium and Salmonella Derby, two common
types found in human infections, detected in 4.7% and 2.1% of pigs
slaughtered for human consumption, respectively.

Rapid analytical techniques, able to provide data on Salmonella
spp. contamination of fresh pork meat within few hours, are
fundamental to the development of control and surveillance mea-
sures, which may allow for the implementation of corrective
measures in time to avoid Salmonella transmission to consumers.
Current rapid methods for Salmonella spp. detection are mainly based
on immunological reactions (Kich et al., 2007; Valdiviesco-Garcia,
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Desruisseau, Riche, Fukuda, & Tatsumi, 2003; Yeh, Tsai, Chen, & Liao,
2002) and PCR detection (Arnold et al., 2004; Hyeon et al., 2010; Lee
et al., 2009; Löfstrom, Knutsson, Axelsson, & Radstrom, 2004).

The objective of this study was to evaluate the occurrence of
Salmonella spp. in pork carcasses and tissues of known risk (ileum,
ileocolic and mandibular lymph nodes and tonsils) that can be
involved in pork product contamination during slaughter, using two
methods: the reference culture method based in the ISO 6579:2002
Norm and the Fluorescent In Situ Hybridization (FISH) method as a
rapid screening tool.

FISH was chosen as an alternative method since results from
previous studies related to the application of FISH using Sal3 showed
its potential as a sensitive, specific and rapid method for Salmonella
detection in food samples (Fang, Brockmann, Botzenhart, & Wieden-
mann, 2003; Oliveira, Blasco, Ferrer, & Bernardo, 2005). Besides, FISH
protocols can be optimized for specific detection of bacterial genera.
Ribosomal genes contain highly conserved regions as well as variable
regions that are transcribed into a high number of ribosomes (103 to
105 ribosomes/cell) during bacterial growth (Amann, Ludwig, &
Shleifer, 1995). Oligonucleotide probes can be targeted to signature
sites of the rRNA molecules that are specific for some microorganims,
allowing their detection through FISH (Moter & Göbel, 2000). Due to
the abundance of rRNA in cells, the binding of fluorescent probes to
individual cells is easily visualized by FISH (De Long,Wickham, & Pace,
1989). Finally, another reason for the choice of FISH is the fact that this
technique is a low-cost technique (Oliveira et al., 2005).

2. Materials and methods

2.1. Sampling procedure

From June 2003 to September 2004, ten visits were made to an
abattoir located in the North of Portugal. In each visit, approximately
ten pigs were randomly selected, corresponding to one in every 20
slaughtered pigs. A total of 101 pigs were sampled.

From each pig, samples were collected from the ileum (25 g),
ileocolic lymph nodes (25 g), mandibular lymph nodes (10 g) and
tonsils (10 g). An internal surface swab was performed in the
corresponding half carcass, using cotton sterilized gauze (hydrated
in 25 ml of Buffered Peptone Water with 0.1% Tween) (Vieira-Pinto,
Temudo, & Martins, 2005). A total of 505 samples were analyzed.

2.2. Sample preparation

Samples were processed up to 4 h after collection. All samples,
with the exception of the carcass swab, were submerged in boiling
water for 10 s for surface decontamination (Jung et al., 2001). Samples
were then suspended in Buffered Peptone Water (BPW, Merk®,
1.07228) (1:10) and homogenized for 90 s in a Stomacher (IUL
Instruments, Barcelona, Spain).

2.3. Microbiological culture method

Salmonella spp. detection was performed using the conventional
microbiological protocol recommended by the ISO 6579:2002
standard, as already described by Vieira-Pinto, Temudo, et al. (2005).

2.4. Fluorescent In Situ Hybridization (FISH)

For the rapid detection of Salmonella spp., a specific FISH protocol
was applied, using a 23S rRNA oligonucleotide probe, Sal3 (5′-
AATCACTTCACCTACGTG-3′; E. coli 1713→1730; Nordentoft, Chris-
tensen, & Wegener, 1997; Vieira-Pinto, Oliveira, Bernardo, & Martins,
2005). The probe was synthesized and labeled with fluorescein at the
5′-end (MWG-Biotech, Ebersberg, Germany).

The cells from 1 ml of the BPW pre-enrichment suspensions
performed for conventional microbiological detection were harvested
by centrifugation (19,500 g, 10 min; HERMLE Z233M-2, HERMLE AG,
Gosheim, Germany) and fixed in 500 μl of a 4% paraformaldehyde (w/v)
solution in PBS for 4 h.

Ten microliters of the fixed suspensions were placed on the wells
of Teflon slides (Heinz Herenz, Hamburg, Germany), air dried and
dehydrated with 50%, 80% and 96% ethanol for 3 min at each
concentration. After air drying, 10 μl of hybridization buffer (0.9 M
NaCl, 20 mM Tris–HCl, pH 7.2, 0.01% SDS) containing 5 ng/μl of the
Sal3 probe was added. Slides were incubated in a humid chamber at
45 °C for 3 h andwashed in a buffer solution (0.9 MNaCl, 20 mMTris–
HCl, pH 7.2, 0.1% SDS) at 45 °C for 15 min.

Finally, slides were mounted in Vectashield® Mounting Medium
(Vector Laboratories, H1000) and immediately visualized by fluores-
cent microscopy at ×1000 (objective HCX PLAN APD) in a Leica DMR
microscope (Leica Microsistemas Lda., Lisbon, Portugal).

2.5. Statistical analysis

Results obtained by bothmethodswere compared according to the
ISO/FDIS 16140:2000(E) standard— “Microbiology of food and animal
feeding stuffs— protocol for the validation of alternativemethod”. The
agreement between positive and negative results obtained by both
methods was determined, as well as the positive (false-positive
results) and negative deviations (false-negative results) (Table 2).
Relative accuracy, sensitivity and specificity of the FISH method were
also determined according to the ISO/FDIS, and a chi-squared analysis
was applied for evaluating the difference between methods (Table 3).

3. Results

Results concerning the occurrence of Salmonella spp. in 505 pork
samples as determined by the two methods are summarized in
Table 1.

Ileocolic lymph nodes were found to be the most contaminated
tissue from which Salmonella was isolated through the culture
method. It was observed that 18.8% of the ileocolic lymph nodes
samples were Salmonella-positive, followed by ileum (13.9%), man-
dibular lymph nodes (12.9%), carcasses (12.9%) and tonsil (9.9%)
samples. Salmonella serovars identified from positive samples were
previously described by Vieira-Pinto, Oliveira, et al. (2005) and Vieira-
Pinto, Temudo, et al. (2005). It was observed that the most prevalent
serotype was Typhimurium (47.8%), followed by Rissen (27.5%). Less
prevalent serotypes included Tennessee (7.2%), Enteritidis (5.8%), 4,
[5],12:i:- (4.4%), Anatum (2.9%), Give (2.9%) and Derby (1.5%).

According to FISH, the ileocolic lymph nodes (46.5%), carcasses
(40.6%), mandibular lymph nodes (39.6%), ileum (38.6%) and tonsil
(25.7%) samples revealed to be positive for Salmonella spp.

The agreement between the positive and negative results obtained
by both methods was determined according to the ISO/FDIS
16140:2000(E) standard, as well as the positive (false-positive
results) and negative deviations (false-negative results), and are
presented in Table 2. Statistical analysis of FISH results obtained for all
samples revealed that FISH has a relative accuracy of 71.1%, a relative
specificity of 69.0% and a relative sensitivity of 84.1%. Determination
of the agreement between methods (αb0.05) showed that they are
different (Table 3).

4. Discussion

Salmonella spp. have been shown to persist for long periods in
swine, which may carry this foodborne pathogen to the slaughter-
house (Gray, Fedorka-Cray, Stabel, & Ackermann, 1995). As long as
animal carriers enter the slaughterhouse, Salmonella spp. may be
transmitted to the consumers, even if slaughter is performed
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