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Abstract

Background: Immunologic correlates of protection are important in vac-

cine development because they give insight into mechanisms of protection,

assist in the identification of promising vaccine candidates, and serve as end-

points in bridging clinical vaccine studies. Our goal is the development of

a methodology to identify immunologic correlates of protection using the

Shigella challenge as a model.

Methods: The proposed methodology utilizes the Random Forests (RF)

machine learning algorithm as well as Classification and Regression Trees

(CART) to detect immune markers that predict protection, identify inter-

actions between variables, and define optimal cutoffs. Logistic regression
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