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ARTICLE INFO ABSTRACT

Am'C{e history: Immediate-early genes (IEGs) can be activated and transcribed within minutes after
Received 11 January 2016 stimulation, without the need for de novo protein synthesis, and they are stimulated in
Accepted 3 May 2016 response to both cell-extrinsic and cell-intrinsic signals. Extracellular signals are trans-

Available online 13 May 2016 duced from the cell surface, through receptors activating a chain of proteins in the cell, in

particular extracellular-signal-regulated kinases (ERKs), mitogen-activated protein kinases
(MAPKs) and members of the RhoA-actin pathway. These communicate through a
signaling cascade by adding phosphate groups to neighboring proteins, and this will
Poised genes eventually activate and translocate TFs to the nucleus and thereby induce gene expression.
Transcription factors The gene activation also involves proximal and distal enhancers that interact with pro-
Enhancers moters to simulate gene expression. The immediate-early genes have essential biological
roles, in particular in stress response, like the immune system, and in differentiation.
Therefore they also have important roles in various diseases, including cancer develop-
ment. In this paper we summarize some recent advances on key aspects of the activation
and regulation of immediate-early genes.
© 2016 The Authors. Published by Elsevier Ltd. This is an open access article under the CC
BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).
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1. Introduction

Regulation of gene transcription is one of the main mechanisms that are used by cells to increase or decrease the con-
centration of specific gene products (RNA and protein) (Lewin, 2004). Gene transcription is controlled through many layers of
regulation, where the choice of specific pathways affects the timing of induced gene expression as a response to an external
signal. A specific group of genes seems to be able to respond very quickly to regulatory signals, for example in immune re-
sponses or cellular stress. Such processes are often known as immediate-early response (IER) processes, and the genes
involved are therefore known as immediate-early genes (IEGs).

There are many relevant questions regarding IEGs. For example, how are IEGs activated, since they are able to respond very
rapidly to external signals? What are the key aspects of their promoters? Do they interact with enhancers? How important is
the epigenetic profile of the IEGs? This paper tries to summarize and provide updated information on some of these
questions.

2. Early gene responses
2.1. Primary responses

Several genes respond rapidly to cellular signals, and such signal-responsive primary response genes (PRGs) are expressed
following a wide range of different stimuli, linked to diverse signaling pathways. They can be divided into two main classes;
the immediate-early response genes, and the delayed primary response genes.

2.1.1. Immediate-early response genes

The mRNA for IEGs may appear in cells within minutes after stimulation. Even more important, cells can transcribe mRNA
for [EGs in the presence of protein synthesis inhibitors, indicating that the proteins required for their synthesis (including e.g.
the transcription factors) are already available in the cell, and not synthesized as part of the activation process (Herschman,
1991; Morgan and Curran, 1991). These genes respond to a wide variety of extrinsic stimuli and in multiple cell types (Fowler
et al., 2011), indicating a very general response mechanism. There are probably a few hundred genes in this group. These
genes were first identified in cells exposed to mitogens, and have an important role in the regulation of the cell cycle
(Greenberg and Ziff, 1984). Many IEGs are proto-oncogenes and their sustained expression can have profound effects on
cellular growth.

2.1.2. Delayed primary response genes

Many of the primary response genes encode transcription factors, which again regulate secondary response genes
(Winkles, 1998) (see subsection Secondary responses). However, it has been shown that some of the delayed inductions do
not require protein synthesis, and therefore represent delayed induction of primary response genes rather than induction of
secondary response genes. This group of genes is called delayed primary response genes, and they are different from IEGs
both in function and in genomic architecture (Tullai et al., 2007).
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