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Abstract 

Rice black-streaked dwarf virus (RBSDV), a member of the genus Fijivirus in the family 

Reoviridae, causes significant economic losses in rice production in China and many other Asian 

countries. Although a great deal of effort has been made to elucidate the interactions among the 

virus, insect vectors, host and environmental conditions, few RBSDV proteins involved in 

pathogenesis have been identified, and the biological basis of disease development in rice 

remains largely unknown. Transcriptomic information associated with the disease development 

in rice would be helpful to unravel the biological mechanism. To determine how the rice 

transcriptome changes in response to RBSDV infection, we carried out RNA-Seq to perform a 

genome-wide gene expression analysis of a susceptible rice cultivar KTWYJ3. The 
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