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SUMMARY

Background: In The Netherlands, efforts to control meticilli@sistantSaphyl ococcus aureus
(MRSA) in hospitals have been largely successfel thustringent screening of patients on
admission and isolation of those that fall intoied risk categories. However, Dutch
hospitals are not free of MRSA, and a considerablaber of cases are found that do not
belong to any of the risk categories. Some of timeag be due to undetected nosocomial
transmission, whereas others may be introduced tnoknown reservoirs.

Aim: Identifying multi-institutional clusters of MRSAatates to estimate the contribution of
potential unobserved reservoirs in The Netherlands.

Methods: We applied a clustering algorithm that combinestiplace, and genetics to routine
data available for all MRSA isolates submittedie Dutch Staphylococcal Reference
Laboratory between 2008 and 2011 in order to megé#o-temporal distribution of MRSA
clonal lineages in The Netherlands.

Findings: Of the 2966 isolates lacking obvious risk fact&&) were part of geo-temporal
clusters, whereas 2387 were classified as MRSAkhown origin (MUOs). We also
observed marked differences in the proportion abigs that belonged to geo-temporal
clusters between specific multi-locus variable nemdf tandem repeat analysis (MLVA)
clonal complexes, indicating lineage-specific trarssibility. The majority of clustered
isolates (74%) were present in multi-institutiookaisters.

Conclusion: The frequency of MRSA of unknown origin among patselacking obvious risk

factors is an indication of a largely undefinedraxtstitutional but genetically highly diverse
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