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Figure1,Unrooted phylogenetic trees for rpoBl (A) asd rpoCC {B) constructed by Maximum Likelihood method (= positive selection).
Nurmnbers represent boot-sirap values for 1000 ephcates, iniabeled branches indicale the value less than 500
Bold pealide ine mdcates that ths boanch s under posiive selecton

Mycobacienum epras


mailto:yangzhong@fudan.edu.cn

Download English Version:

https://daneshyari.com/en/article/6486935

Download Persian Version:

https://daneshyari.com/article/6486935

Daneshyari.com


https://daneshyari.com/en/article/6486935
https://daneshyari.com/article/6486935
https://daneshyari.com

