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Highlights

Arthrobacter sp. ERGS1:01 is putative novel bacterium isolated from an unexplored alpine
region of Sikkim Himalaya in India.

The bacterium survived at low temperature (5 °C) and actively produced biocatalysts such as
amylase, lipase and protease.

Complete genome of a circular chromosome composed of 4,030,317 bp and two extra
chromosomal DNA (754 kb and 152 kb) with 65.37% GC content, 4623 predicted coding
sequences and 72 RNAs.

To our knowledge this is the first report on complete genome sequence and any bacterial
species reported from East Rathong glacier that also shed lights on cold adaptive features.
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