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Highlights 

 We detected multiple biological pathways showing cross brain regions or 

brain region specific association signals for human intelligence. For instance, 

KEGG_SYSTEMIC_LUPUS_ERYTHEMATOSUS pathway presented 

association signals for intelligence across 8 brain regions (all P value < 0.01). 

KEGG_GLYCOSPHINGOLIPID_BIOSYNTHESIS_GANGLIO_SERIES 

was detected for 5 brain regions. We also identified several brain region 

specific pathways, such as 

AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM for 

Germinal Matrix (P value = 0.009) and 

FRUCTOSE_AND_MANNOSE_METABOLISM for Anterior Caudate (P 

value = 0.005).   
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