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Searching for common patterns on protein sequences by means of a parallel hybrid Honey-Bee Mating
Optimization algorithm, Parallel Computing (2018), doi: 10.1016/j.parco.2018.04.001

This is a PDF file of an unedited manuscript that has been accepted for publication. As a service
to our customers we are providing this early version of the manuscript. The manuscript will undergo
copyediting, typesetting, and review of the resulting proof before it is published in its final form. Please
note that during the production process errors may be discovered which could affect the content, and
all legal disclaimers that apply to the journal pertain.

https://doi.org/10.1016/j.parco.2018.04.001
https://doi.org/10.1016/j.parco.2018.04.001


ACCEPTED MANUSCRIPT

ACCEPTED M
ANUSCRIP

T

Highlights

• A hybrid (OpenMP/MPI) parallel multiobjective approach based on HBMO
is proposed.

• We use as benchmark an important bioinformatics problem, the motif
discovery problem.

• We conduct executions by using different number of cores to a maximum
of 128 cores.

• Comparisons with parallel biological tools demonstrate the quality of our
approach.

• Besides good parallel results, it also makes good biological predictions.
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