Accepted Manuscript i— ool

BIORESOURCE

Removal performance and microbial communities in a sequencing batch reactor
treating hypersaline phenol-laden wastewater TECH NOLOGY

Yu Jiang, Li Wei, Huining Zhang, Kai Yang, Hongyu Wang

PII: S0960-8524(16)30872-0

DOL: http://dx.doi.org/10.1016/j.biortech.2016.06.055
Reference: BITE 16677

To appear in: Bioresource Technology

Received Date: 12 April 2016

Revised Date: 12 June 2016

Accepted Date: 15 June 2016

Please cite this article as: Jiang, Y., Wei, L., Zhang, H., Yang, K., Wang, H., Removal performance and microbial
communities in a sequencing batch reactor treating hypersaline phenol-laden wastewater, Bioresource
Technology (2016), doi: http://dx.doi.org/10.1016/j.biortech.2016.06.055

This is a PDF file of an unedited manuscript that has been accepted for publication. As a service to our customers
we are providing this early version of the manuscript. The manuscript will undergo copyediting, typesetting, and
review of the resulting proof before it is published in its final form. Please note that during the production process
errors may be discovered which could affect the content, and all legal disclaimers that apply to the journal pertain.


http://dx.doi.org/10.1016/j.biortech.2016.06.055
http://dx.doi.org/10.1016/j.biortech.2016.06.055

Removal performance and microbial communities in a sequencing batch reactor
treating hypersaline phenol-laden wastewater

Yu Jiang', Li Wei’, Huining Zhang" *, Kai Yang', Hongyu Wang'*

!School of Civil Engineering, Wuhan University, Wuhan 430072, China

*State Key Laboratory of Urban Water Resource and Environment, Harbin Institute of
Technology, Harbin 150090, China

? School of Civil Engineering, Lanzhou University of Technology, Lanzhou 730000,
China

*Corresponding author: Hongyu Wang, School of Civil Engineering, Wuhan University,
Wuhan 430072, China

Tel: +86 027 61218623; Fax: +86 027 68775328; E-mail: hywangwhul0@163.com

ABSTRACT

Hypersaline phenol-rich wastewater is hard to be treated by traditional biological
systems. In-this work, a sequencing batch reactor was used to remove phenol from
hypersaline wastewater. The removal performance was evaluated in response to the
variations of operating parameters and the microbial diversity was investigated by 454
pyrosequencing. The results showed that the bioreactor had high removal efficiency of
phenol and was able to keep stable with the increase of initial phenol concentration. DO,
pH, and salinity also affected phenol removal rate of the process.The most abundant

bacterial group was phylum Proteobacteria in the two working conditions, and class
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