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Running Title

RElative QUantitation Inferred by Evaluating Mixtures

Abstract

Motivated by the lack of easily implementable and generally applicable strategies to increase and assess

data accuracy, we devised a novel label-free approach, termed REQUIEM, to address challenges in

relative quantitation. For comparing the relative amounts of analytes in two samples, a mixture is

prepared from aliquots of the samples, and the samples and the mixture are analyzed in parallel

according to the intended workflow. Processing of the resulting data using the REQUIEM algorithm
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