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A method applying high-resolution melt (HRM) anasyso PCR products copied and
amplified from extracellular RNA (exRNA) has beeevdloped to distinguish two
morphologically similar Peromyscusspecies: P. leucopusand P. maniculatus. P.
leucopusis considered the primary reservoir hosBairelia burgdorferj the causative
agent for Lyme disease in North America. In namhi@innesota the habitat rangeskRof
leucopusoverlaps with that oP. maniculatus Serum samples from live mice of both
species were collected from cheek bleeds, totataeslilular RNA (exRNA) was
extracted, copied using reverse transcription angliied by PCR followed by HRM
analysis. A circulating ribosomal RNA (rRNA) wagentified which differed at seven
nucleotides between the two species and a methddRd analysis was developed
allowing rapid species confirmation. In the fututbis HRM based method may be
adapted for additional species.

Key words: extracellular RNA, high resolution mdl§S mitochondrial ribosomal RNA,
Peromyscus leucopuBeromyscus maniculatus

Abbreviations used: HRM, high resolution melt; ex®®Mxtracellular RNAP. leucopus,
Peromyscus leucopus; P. maniculatis, Peromyscus icuatis; P. m. gracilis;
Peromyscus maniculatis gracilis; M. musculus, Mussealus;rRNA, ribosomal RNA,;
PGSC,Peromyscussenomic Stock Center; Min, minimum; Max, MaximugRT-PCR,
guantitative RT-PCR.



Download English Version:

https://daneshyari.com/en/article/7557500

Download Persian Version:

https://daneshyari.com/article/7557500

Daneshyari.com


https://daneshyari.com/en/article/7557500
https://daneshyari.com/article/7557500
https://daneshyari.com

