
Accepted Manuscript

Nano-flow vs standard-flow: Which is the more suitable LC/MS
method for quantifying hepcidin-25 in human serum in routine
clinical settings?

Jérôme Vialaret, Alexia Picas, Constance Delaby, Pauline Bros,
Sylvain Lehmann, Christophe Hirtz

PII: S1570-0232(17)32044-5
DOI: doi:10.1016/j.jchromb.2018.04.003
Reference: CHROMB 21118

To appear in:

Received date: 28 November 2017
Revised date: 4 April 2018
Accepted date: 5 April 2018

Please cite this article as: Jérôme Vialaret, Alexia Picas, Constance Delaby, Pauline Bros,
Sylvain Lehmann, Christophe Hirtz , Nano-flow vs standard-flow: Which is the more
suitable LC/MS method for quantifying hepcidin-25 in human serum in routine clinical
settings?. The address for the corresponding author was captured as affiliation for all
authors. Please check if appropriate. Chromb(2017), doi:10.1016/j.jchromb.2018.04.003

This is a PDF file of an unedited manuscript that has been accepted for publication. As
a service to our customers we are providing this early version of the manuscript. The
manuscript will undergo copyediting, typesetting, and review of the resulting proof before
it is published in its final form. Please note that during the production process errors may
be discovered which could affect the content, and all legal disclaimers that apply to the
journal pertain.

https://doi.org/10.1016/j.jchromb.2018.04.003
https://doi.org/10.1016/j.jchromb.2018.04.003


AC
C

EP
TE

D
 M

AN
U

SC
R

IP
T

1 
 

Nano-Flow vs Standard-Flow: which is the more suitable LC/MS method for 

quantifying hepcidin-25 in human serum in routine clinical settings? 
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Abstract 

Hepcidin-25 peptide is a biomarker which is known to have considerable clinical potential for 

diagnosing iron-related diseases.  Developing analytical methods for the absolute 

quantification of hepcidin is still a real challenge, however, due to the sensitivity, specificity 

and reproducibility issues involved. In this study, we compare and discuss two MS-based 

assays for quantifying hepcidin, which differ only in terms of the type of liquid 

chromatography (nano LC/MS versus standard LC/MS) involved. The same sample 

preparation, the same internal standards and the same MS analyzer were used with both 

approaches. In the field of proteomics, nano LC chromatography is generally known to be 

more sensitive and less robust than standard LC methods. In this study, we established that the 

performances of the standard LC method are equivalent to those of our previously developed 

nano LC method. Although the analytical performances were very similar in both cases. The 

standard-flow platform therefore provides the more suitable alternative for accurately 

determining hepcidin in clinical settings.  
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