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Abbreviations:

API Application Programming Interface
CID Collision Induced Dissociation
Ccsv Comma Separated Values

Ccv Controlled Vocabulary

EBI European Bioinformatics Institute
ECD Electron Capture Dissociation

ETD Electron Transfer Dissociation

GUI Graphical User Interface

GUID Globally Unique Identifier

HUPO Human Proteome Organization

JAXB Java Architecture for XML Binding
JDBC Java DataBase Connectivity

JRE Java Runtime Environment

LC/MS Liquid Chromatography / Mass Spectrometry
LIMS Laboratory Information Management System
MSF Mass Spec Format / Magellan Storage File
NEWT NEW Taxonomy database of the Swiss-Prot group
PD ProteomeDiscoverer ®

PFF Peptide Fragment Fingerprint

ProCon Proteomics Conversion Tool
ProDac Proteomics Data Collection

PS ProteinScape ©

PSI Proteomics Standards Initiative
PURE Protein Unit for Research in Europe
SAX Simple API for XML

TSV Tab Separated Values
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