
Accepted Manuscript

Spectroscopic characterization, antimicrobial activity and molecular docking study of
novel azo-imine functionalized sulphamethoxazoles

Nilima Sahu, Sudipa Mondal, Kaushik Naskar, Ananya Das Mahapatra, Suvroma
Gupta, Alexandra M.Z. Slawin, Debprasad Chattopadhyay, Chittaranjan Sinha

PII: S0022-2860(17)31371-6

DOI: 10.1016/j.molstruc.2017.10.040

Reference: MOLSTR 24411

To appear in: Journal of Molecular Structure

Received Date: 26 July 2017

Revised Date: 11 October 2017

Accepted Date: 11 October 2017

Please cite this article as: N. Sahu, S. Mondal, K. Naskar, A.D. Mahapatra, S. Gupta, A.M.Z. Slawin, D.
Chattopadhyay, C. Sinha, Spectroscopic characterization, antimicrobial activity and molecular docking
study of novel azo-imine functionalized sulphamethoxazoles, Journal of Molecular Structure (2017), doi:
10.1016/j.molstruc.2017.10.040.

This is a PDF file of an unedited manuscript that has been accepted for publication. As a service to
our customers we are providing this early version of the manuscript. The manuscript will undergo
copyediting, typesetting, and review of the resulting proof before it is published in its final form. Please
note that during the production process errors may be discovered which could affect the content, and all
legal disclaimers that apply to the journal pertain.

https://doi.org/10.1016/j.molstruc.2017.10.040


M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Spectroscopic characterization, antimicrobial activity and Molecular Docking 

Study of novel azo-imine functionalized sulphamethoxazoles 

 

Nilima Sahu, Sudipa Mondal , Kaushik Naskar, Anyna Das Mahapatra, Suvroma Gupta, 

Alexandra M. Z. Slawin , Debprasad Chattopadhyay and Chittaranjan Sinha* 

 

Sulfamethoxazolyl-azo-imine derivatives (1, 2a-f) have been examined against gram positive 

bacteria, B. subtillis and gram negative E. coli and have found effective selectively on B. 

subtillis. Some of them also show antiviral activity against HSV-1Finfection. The structures of 

the compounds are supported by different spectroscopic data and single crystal X-ray structure of 

2c. The compounds have been docked in the DHPS protein cavity to examine their binding 

strength and 2c shows highest binding strength.  
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