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ABSTRACT 

Selenium compounds have emerged as promising chemotherapeutic agents with proposed 

epigenetic effects, however the mechanisms and downstream effects are yet to be studied. 

Here we assessed the effects of the inorganic selenium compound selenite and the organic 

form methylseleninic acid (MSA) in a leukemic cell line K562, on active (histone H3 lysine 9 

acetylation, H3K9ac and histone H3 lysine 4 tri-methylation, H3K4me3) and repressive 

(histone H3 lysine 9 tri-methylation, H3K9me3) histone marks by Chromatin 
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