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Abstract 

Identifying precise and predictive biomarkers of health and disease is a critical objective of 

clinical biochemistry and biomedical research. New concepts and technologies have 

emerged recently that could support such an objective. The exposome corresponds to the 

totality of exposure over the lifetime. Research in this field allowed the development of 

sensors and biological biomarkers using omics technologies that are relevant for predicting 

the effect of those exposure on human health. Precision medicine has primarily focused on 

adapting treatments to the genetic profiles of tumors, when in fact, it had originally a wider 

scope including the use of robust biomarkers for disease prevention. Large-scale genetic 

studies have also contributed to highlight gene environment interactions, and were 

extended more recently to epigenetics. In line with the systems medicine approach, we 

propose to integrate the genome and exposome data in what we present as the exposome-

genome paradigm. Such an integrated view will help strengthen approaches to identify 

relevant predictive markers that can support precise prevention actions both at the 

population and at the individual levels.  

 

 

 



Download English Version:

https://daneshyari.com/en/article/8304107

Download Persian Version:

https://daneshyari.com/article/8304107

Daneshyari.com

https://daneshyari.com/en/article/8304107
https://daneshyari.com/article/8304107
https://daneshyari.com

