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ARTICLE INFO ABSTRACT

Background: Recent studies have shown that microRNA-155 (miR-155) is correlated with clinical outcomes of
leukemia. This meta-analysis explores to evaluate the prognostic value of miR-155 for survival in patients with
leukemia.

Methods: Eligible studies were searched from PubMed and EMBASE databases. Hazard ratios (HRs) and corre-
sponding 95% confidence intervals (CIs) for overall survival (OS), disease-free survival, event-free survival,
progression-free survival and treatment-free survival were extracted, if available. Pooled HRs and 95% ClIs were
used to study any correlation between miR-155 and survival.

Results: 11 studies from 10 articles containing 1718 leukemia patients were included. Data showed that the
pooled HR for OS was 1.67 (95% CI: 1.44-1.95, P < 0.01). Subgroup analyses for OS showed that the pooled
HRs and their 95% CIs were 1.68, 1.41-2.00 (P < 0.01) and 1.73, 1.25-2.41 (P < 0.01) for acute myeloid
leukemia and chronic lymphoblastic leukemia, respectively. Furthermore, there was no significant heterogeneity
or publication bias among the enrolled datasets.

Conclusion: We conclude that high miR-155 expression was associated with shorter OS for leukemia patients,
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and that miR-155 might be a promising prognostic biomarker for this patient population.

1. Introduction

Leukemia is one major group of hematological malignancies, which
are caused by the abnormal proliferation and differentiation of hema-
topoietic stem cells [1,2]. Acute myeloid leukemia (AML), acute lym-
phoblastic leukemia (ALL), chronic myeloid leukemia (CML) and
chronic lymphoblastic leukemia (CLL) are more common types [3,4]. In
USA, it was reported that the annual incidence rate and mortality for
leukemia were 13.95 and 7.25 per 100,000 populations respectively
(2009-2013), and leukemia accounted for 29% of all childhood cancers
[5]. In China, the annual incidence rate and mortality for leukemia
were 5.0 and 3.1 per 100,000 individuals respectively (2013) [6]. De-
spite the clinical outcomes of leukemia patients underwent significant
improvement with the continuous development of chemotherapy and
hematopoietic stem cell transplantation over the past few decades
[7,8], deaths due to leukemia remain high. In recent years, with the
understanding of the molecular pathogenesis of leukemia, some mole-
cular targets as predictive biomarkers for leukemia have been used
clinically to remarkably increase the survival rate and reduce the
mortality [9-11]. Thus, we need to find better indicators for diagnosis,
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prognosis and precise treatment of leukemia.

MicroRNAs (miRNAs) may be potential biomarkers for leukemia
diagnosis and therapy [12,13]. They are small non-coding single-
stranded RNAs (19-24 nts) that regulate protein expression at the post-
transcriptional level by binding to 3’-UTRs of target mRNAs [14].
MiRNAs are involved in various physiological and pathological pro-
cesses, such as cell differentiation, proliferation and apoptosis, as well
as in oncogenesis and immune responses [14]. MicroRNA-155 (miR-
155) is encoded by the MIR155 host gene (MIR155HG), formerly called
the B-cell Integration Cluster (BIC) located on human chromosome 21921
[15,16], and plays a role in various physiological and pathological
processes [17]. MiR-155 is being studied for its role in leukemia [18,19]
and for its association with diagnosis and prognosis in leukemia pa-
tients [20]. Recently, studies showed that abnormal expression of miR-
155 was tied to survival in leukemia patients [21-27]. Here, we per-
formed a systematic meta-analysis to assess the relevance of miR-155 in
leukemia patients. Our results indicate that miR-155 can be used as a
promising prognostic biomarker for survival in leukemia patients.
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