
Accepted Manuscript

Title: Definition of the R-Superfamily of Conotoxins:
Structural Convergence of Helix-Loop-Helix Peptidic
Scaffolds
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Abbreviations  
The abbreviations used are: TFA, trifluoroacetic acid; SE, size exclusion; RP, reversed phase; DTT, dithiothreitol; 

IAM, iodoacetamide; PFG, pulse field gradient; RF, radio frequency; TSP, 3-(Trimethylsilyl)- Propionic acid-D4, 

sodium salt; WET, water suppression enhanced through T1 effects; NOE, nuclear Overhauser effect; NOESY, 

NOE spectroscopy; TOCSY, total correlation spectroscopy; BLAST, basic local alignment search tool; RMSD, root-

mean-square deviation; CSI, chemical shift index. RACE, rapid amplification of cDNA ends. 
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endorsement by the National Institute of Standards and Technology, nor is it intended to imply that the 

materials or equipment identified are necessarily the best available for the purpose. 

ACCEPTED M
ANUSCRIP

T



Download English Version:

https://daneshyari.com/en/article/8347204

Download Persian Version:

https://daneshyari.com/article/8347204

Daneshyari.com

https://daneshyari.com/en/article/8347204
https://daneshyari.com/article/8347204
https://daneshyari.com

