Accepted Manuscript

n wernicnat marssi
Eapurimerest Pt Seiory

Plant Science

Title: Unraveling the Transcriptional Complexity of
Compactness in Sistan Grape Cluster

Authors: Yasoub Shiri, Mahmood Solouki, Esmaeil
Ebrahimie, Abbasali Emamjomeh, Javad Zahiri

PII: S0168-9452(17)30946-9

DOI: https://doi.org/10.1016/j.plantsci.2018.02.011
Reference: PSL 9754

To appear in: Plant Science

Received date: 14-10-2017

Revised date: 6-2-2018

Accepted date: 10-2-2018

Please cite this article as: Yasoub Shiri, Mahmood Solouki, Esmaeil
Ebrahimie, @ Abbasali  Emamjomeh, Javad  Zahiri, Unraveling  the
Transcriptional Complexity of Compactness in Sistan Grape Cluster, Plant
Science https://doi.org/10.1016/j.plantsci.2018.02.011

This is a PDF file of an unedited manuscript that has been accepted for publication.
As a service to our customers we are providing this early version of the manuscript.
The manuscript will undergo copyediting, typesetting, and review of the resulting proof
before it is published in its final form. Please note that during the production process
errors may be discovered which could affect the content, and all legal disclaimers that
apply to the journal pertain.


https://doi.org/10.1016/j.plantsci.2018.02.011
https://doi.org/10.1016/j.plantsci.2018.02.011

Unraveling the Transcriptional Complexity of Compactness in Sistan
Grape Cluster

Yasoub Shiri', Mahmood Solouki?*, Esmaeil Ebrahimie®*%%, Abbasali Emamjomeh?, Javad Zahiri’

1) PhD student of biotechnology, Department of Plant Breeding and Biotechnology (PBB), Faculty of Agriculture,
University of Zabol, Zabol, Iran
2) Laboratory of Computational Biotechnology and Bioinformatics (CBB), Department of Plant Breeding and
Biotechnology (PBB), Faculty of Agriculture, University of Zabol, Zabol, Iran
3) School of Medicine, The University of Adelaide, SA, Australia
4) School of Information Technology and Mathematical Sciences, Division of Information Technology, Engineering and the
Environment, University of South Australia, Adelaide, Australia
5) Institute of Biotechnology, Shiraz University, Shiraz, Iran
6) School of Biological Sciences, Faculty of Science and Engineering, Flinders University, Adelaide, Australia
7) Bioinformatics and Computational Omics Lab (BioCOOL), Department of Biophysics, Faculty of Biological Sciences,
Tarbiat Modares University, Tehran, Iran

*) Corresponding Author: mahmood.solouki@uoz.ac.ir

Cell: +98 912 109 78 26

Graphical abstract

« Sampling at 3 Steps of Grape Cluster Development
« RNA Extraction from Cluster Peduncle and Pedicels (Cluster Architecture)

« Transcriptomic Analysis using RNA-Sequencing Approach
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* Gene Ontology (GO) Analysis and Gene Co-Expression Network
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