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Highlights (3-5 highlights, 85 characters including spaces maximum): 

 Biomedical text resources were integrated to identify gene-disease associations 

 Normalized pointwise mutual information was used to identify and rank genes linked to 
key carcinogenic characteristics 

 A relevant breast cancer gene set ranked higher than random gene sets 

 Methods scale to include other biological and chemical concepts 
 

Disclaimer: The United States Environmental Protection Agency (U.S. EPA) through its Office 
of Research and Development has subjected this article to Agency administrative review and 
approved it for publication. Mention of trade names or commercial products does not constitute 
endorsement for use. The views expressed in this article are those of the authors and do not 
necessarily represent the views or policies of the US EPA. 
 

 

  

mailto:860-441-4510
mailto:Matthew.Martin@pfizer.com


Download English Version:

https://daneshyari.com/en/article/8376696

Download Persian Version:

https://daneshyari.com/article/8376696

Daneshyari.com

https://daneshyari.com/en/article/8376696
https://daneshyari.com/article/8376696
https://daneshyari.com

