Accepted Manuscript

v N

Toxicon

Multi-copy venom genes hidden in de novo transcriptome assemblies, a cautionary
tale with the snakelocks sea anemone Anemonia sulcata (Pennant, 1977)

Jason Macrander, Michael Broe, Marymegan Daly

PII: S0041-0101(15)30095-7
DOI: 10.1016/j.toxicon.2015.09.038
Reference: TOXCON 5208

To appearin:  Toxicon

Received Date: 9 September 2015

Accepted Date: 29 September 2015

Please cite this article as: Macrander, J., Broe, M., Daly, M., Multi-copy venom genes hidden in de
novo transcriptome assemblies, a cautionary tale with the snakelocks sea anemone Anemonia sulcata
(Pennant, 1977), Toxicon (2015), doi: 10.1016/j.toxicon.2015.09.038.

This is a PDF file of an unedited manuscript that has been accepted for publication. As a service to

our customers we are providing this early version of the manuscript. The manuscript will undergo
copyediting, typesetting, and review of the resulting proof before it is published in its final form. Please
note that during the production process errors may be discovered which could affect the content, and all
legal disclaimers that apply to the journal pertain.


http://dx.doi.org/10.1016/j.toxicon.2015.09.038

10

11

12

13

14

15

16

17

18

SHORT COMMUNICATION
Multi-copy venom genes hidden in de novo transcriptome assemblies, a cautionary tale with
the snakelocks sea anemone Anemonia sulcata (Pennant, 1977)
Jason Macrandér Michael Broé', and Marymegan Daty
1. The Ohio State University, Department of Evolutigeplogy, and Organismal Biology,
1315 Kinnear Road, Columbus, OH-43215, USA.
* Authors contributed equally
Abstract
Using a partial transcriptome of the snakelocksvare Anemonia sulcata) we identify
toxin gene candidates that were incorrectly assethinto several Trinity components. Our
approach recovers hidden diversity found within edoxin gene families that would otherwise
go undetected when using Trinity, a widely usedypam for venom-focused transcriptome
reconstructions. Unidentified hidden transcripts/reignificantly impact conclusions made
regarding venom composition (or other multi-copp®erved genes) when using Trinity or other
de novo assembly programs.
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