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Marie-Noëlle, Rosso, A PCR-based method to quantify fungal growth during pre-
treatment of lignocellulosic biomass, Journal of Microbiological Methods (2015), doi:
10.1016/j.mimet.2015.05.024

This is a PDF file of an unedited manuscript that has been accepted for publication.
As a service to our customers we are providing this early version of the manuscript.
The manuscript will undergo copyediting, typesetting, and review of the resulting proof
before it is published in its final form. Please note that during the production process
errors may be discovered which could affect the content, and all legal disclaimers that
apply to the journal pertain.

http://dx.doi.org/10.1016/j.mimet.2015.05.024
http://dx.doi.org/10.1016/j.mimet.2015.05.024


AC
C

EP
TE

D
 M

AN
U

SC
R

IP
T

ACCEPTED MANUSCRIPT

REVISED 

 

A PCR-based method to quantify fungal growth during pretreatment of lignocellulosic 

biomass 

 

 

Zhou Simeng
1, 2

, Grisel Sacha
1, 2

, Herpoël-Gimbert Isabelle
1, 2

, Rosso Marie-Noëlle
1, 2

 

 

[1] INRA, UMR1163 Biodiversity and Biotechnology of Fungi, 13288 Marseille, France 

[2] Aix-Marseille Université, Polytech Marseille, UMR1163 Biodiversity and Biotechnology 

of Fungi, 13288 Marseille, France 

 

Corresponding author: marie-noelle.rosso@univ-amu.fr 

 

Key words 

Fungal pretreatment; Solid State Fermentation (SSF); Plant biomass 

 

Abstract 

Filamentous fungi have shown great potential in the pretreatment of lignocellulosic biomass 

and their use in bio-processes based on Solid State Fermentation (SSF) opens promising 

perspectives for plant biomass valorization. Obviously, quantification of the fungal biomass 

throughout the fermentation is a crucial parameter for SSF evaluation and control, both at the 

laboratory and industrial scale. Here we provide a qPCR-based method as a reliable 

alternative to conventional methods to estimate mycelial growth during plant biomass 

treatment. For the three strains analyzed, the lowest detection limit ranged from 58 to 272 µg 

mycelium dry weight per gram biomass (dry weight). We show that the qPCR-based method 

allows fungal growth monitoring during fermentation and provides relevant information for 

selection of the most appropriate fungal strains in specific SSF/reactor conditions.  
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