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Abstract

The testis plays a central role in the male repctdel system - secreting several hormones includiate

steroids and producing male gametes. A complexcaonddinated molecular program is required for the
proper differentiation of testicular cell types anthintenance of their functions in adulthood. The
testicular transcriptome displays the highest e\al complexity and specificity across all tissuesa

wide range of species. Many studies have used thiglughput sequencing technologies to define the
molecular dynamics and regulatory networks in thgti$ as well as to identify novel genes or gene
isoforms expressed in this organ. This review idserto highlight the complementarity of these
transcriptomic studies and to show how the useiftérdnt sequencing protocols contribute to improve

our global understanding of testicular biology.
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BS-seq: bisulfite sequencing
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