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Abstract

F-type lectin (also known as fucolectin) is a newdgntified family of fucose
binding lectins with the sequence characters afcade binding motif and a unique
lectin fold (the "F-type" fold). In the present gyl a fucolectin was identified from
sea cucumbeApostichopus japonicus (designateddJFL-1). The open reading frame
(ORF) of AJFL-1 was of 546 bp, encoding a polypeptide of 18fin@ acids with a
predicted molecular mass of about 20 kDa. The deglwmino acid sequence of
AJFL-1 shared 30%-40% similarity with the fucolectifiem other animals. There
were a typical F-type lectin domain (FLD) (residu#%180) and a signal peptide
(residues 1-24) ilAJFL-1. The mRNA transcript oAJFL-1 could be detected by
gRT-PCR in various tissues, such as intestinum]oouecytes, respiratory tree,
tentacle, and body wall, while undetectable in go@mads and longitudinal muscle.

The mMRNA expression level ofAjJFL-1 in coelomocytes was significantly
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