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Abstract: Larimichthys crocea, the special marine economy fish, owns the largest annual yield for 10 

a single species in China. One of the most significant factors affecting large yellow croaker culture 11 

is the diseases, especially the threat of marine white spot disease which caused by a protozoan 12 

Cryptocaryon irritans. Antimicrobial peptides (AMPs) have been demonstrated to be active 13 

against bacterium, fungi and parasites, showing their potential usefulness in aquaculture as 14 

substitutes for antibiotics. Many researches have been carried out about the AMPs concentrating 15 

on the activity resist on C. irritans, and piscidin-like of L.crocea owning widely antibacterial 16 

spectrum and strong activity against C. irritans was screened in our team. In the paper, taking 17 

advantage of the large yellow croaker hepatic comparison transcriptome in response to C. irritans 18 

at 3d post infection, seven kinds of AMPs have been excavated from the differently expressed 19 

genes, including LEAP2 like, LEAP-2A, hepcidin, hepcidin-like, piscidin-5-like, piscidin-5-like 20 

type 4 and bactericidal permeability increasing protein (BPI). Hepcidin, hepcidin-like, 21 

piscidin-5-like, piscidin-5-like type4 and BPI were up-regulated to protect large yellow croaker 22 

from being damaged by C. irritans infection; while LEAP2 like and LEAP-2A were 23 

down-regulated, they might be as a negative-feedback regulation factor or some other regulatory 24 

mechanisms to adjust the immune response in the process of C. irritans infection. The differential 25 

expression changes were verified with quantitative real-time PCR (qRT-PCR) to illustrate the 26 

reliability of the sequenced data. Hearteningly, piscidin-5-like type 4 was a novel type which was 27 

high similar to other piscidin-5-like types. Interestingly, the infection may well cause alternative 28 
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