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Highlights 

 Three GWAS methods were conducted for carcass traits in a beef cattle breed. 

 This study identified several SNP windows associated with carcass traits. 

 The five highest SNP windows explained a small percentage of the genetic variation. 

 The results were not consistent across the three GWAS methods.



Download English Version:

https://daneshyari.com/en/article/8501933

Download Persian Version:

https://daneshyari.com/article/8501933

Daneshyari.com

https://daneshyari.com/en/article/8501933
https://daneshyari.com/article/8501933
https://daneshyari.com

