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Abstract 

Intensive dairy and beef cattle farming contribute significantly to the emissions of greenhouse gases from 

Belgian agriculture. Two main breeds dominate the Belgian cattle livestock; Holstein-Friesian (HF) dairy 

cattle and double-muscled Belgian Blue (DMBB) beef cattle. The aim of our study was to quantify and 

compare methane emissions of both breeds under conditions of equal diet composition, environment and 

physiological stage (using heifers of the same age). The methanogen and bacterial communities were 

thoroughly investigated using metabarcoding to correlate taxonomic compositions with breed and methane 

emission levels. HF heifers had significantly higher absolute enteric methane emissions as compared to 

DMBB heifers. Methane production was positively correlated to the dry matter intake (DMI). Due to the 
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