Author’s Accepted Manuscript

Journal of
Pharmaceutical
] ) ) Analysis
Preparation of monoclonal antibody against human —

KIAAO100 protein and northern blot analysis

ofhuman KIAA0100 gene

He Cui, Xi Lan, Shemin Lu, Fujun Zhang,

Wanggang Zhang
11—

www.elsevier.comylocate/jpa

PIIL: S2095-1779(17)30018-7
DOI: http://dx.doi.org/10.1016/j.jpha.2017.02.001
Reference: JPHA349

To appear in:  Journal of Pharmaceutical Analysis

Received date: 13 September 2016
Revised date: 21 November 2016
Accepted date: 7 February 2017

Cite this article as: He Cui, Xi Lan, Shemin Lu, Fujun Zhang and Wanggany
Zhang, Preparation of monoclonal antibody against human KIAA0100 protei
and northern blot analysis othuman KIAA0100 gene, Journal of Pharmaceuticc
Analysis, http://dx.doi.org/10.1016/j.jpha.2017.02.001

This is a PDF file of an unedited manuscript that has been accepted fo
publication. As a service to our customers we are providing this early version o
the manuscript. The manuscript will undergo copyediting, typesetting, an
review of the resulting galley proof before it is published in its final citable forn
Please note that during the production process errors may be discovered whic
could affect the content, and all legal disclaimers that apply to the journal pertain


http://www.elsevier.com/locate/jpa
http://dx.doi.org/10.1016/j.jpha.2017.02.001
http://dx.doi.org/10.1016/j.jpha.2017.02.001

Preparation of monoclonal antibody against human KIAAQ0100 protein
and northern blot analysis of human KIAA0100 gene

He Cui®, Xi Lan®, Shemin Lu®, Fujun Zhang®, Wanggang Zhang®"

& Department of Clinical Hematology, The Affiliated Hospital, Inner Mongolia Medical University, No. 1 The Tongdao
North Street, Hohhot 010059, China;

b Department of Biochemistry and Molecular Biology, School of Basic Medical Sciences, Xi’an Jiaotong University
Health Science Center, No. 76 The Yanta West Road, Xi’an, Shaanxi 710061, China;

¢ Department of Clinical Hematology, Affiliated No. 2 Hospital, Xi’an Jiaotong University, No. 157 The West Five
Road, Xi’an, Shaanxi 710004, China;

* Corresponding author. E-mail: zhangwanggang2003@yahoo.com.
Abstract

Monoclonal antibodies (MAbs) are important tools for the study of proteins’ function and structure.
But there has been no report as to the preparation of MAbs against human KIAA0100 protein up to
date. Here, firstly, we generated the mouse MAb against human KIAAQ100 protein using purified
recombinant 6xHistidinc (6xHis)-tagged human KIAAQ0100 protein segment (1557-2234) as an
antigen; secondly, the mRNA expression of human KIAA0100 gene was detected in U937 cells
using Northern blot analysis. Our results showed that the mouse MAb against human KIAA0100
protein could sensitively recognize the human KIAAQ0100 protein using western blot analysis and
immunocytochemistry analysis. Besides, western blot analysis revealed that human KIAA0100 gene
possibly encoded two different protein products (254kDa and <250kDa) in U937 cells. Moreover,
Northern blot analysis confirmed human KIAAO0100 gene possibly produced two different mRNA
products (6000bp-10000bp and 5000bp-6000bp) in U937 cells. Collectively, these results provide a
basis for large-scale production of the MAb against human KIAAQ0100 protein, which will be useful
for the study of human KIAAQ0100 protein’s function/structure and MAb-targeted drugs in future.
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1. Introduction

Since 1975, when Kohler and Milstein proposed the method of hybridoma technology and
prepared mouse MADbs, many antibodies specific to various antigens have been obtained [1, 2]. The
MADbs have many advantages in comparison with polyclonal antibodies, such as high specificity, easy
preparation, and good reproducibility. Nowadays, they are applied to the diagnosis and therapy of an
array of human disorders, including cancer and infectious diseases [3]. Besides, MAbs are aslo
important tools for the study of proteins’ function and structure.

Human KIAAO0100 gene was identified from a cDNA library of human immature myeloid cell
line KG-1 in 1995 [4]. It belongs to the HUGE database, which contains more than 2,400 members
identified in the Kazusa cDNA sequencing project [5-8]. Northern blot analysis showed its mMRNA was
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