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Abstract 

Background: An increasing number of studies have shown that long noncoding 

RNAs (lncRNAs) play important roles in the development of glioma. However, a 

systematic review and meta-analysis to evaluate the clinical value of lncRNA 

expression in glioma patients is lacking. We performed this study to assess the 

relationship between the expression of various lncRNAs and the clinicopathological 

features, diagnosis and prognosis of glioma.  

Materials and methods: Eligible studies were identified through a comprehensive 
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