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Abstract 

Diagnosing acute leukemia is the necessary prerequisite to treating it. Multi-

classification on the gene expression data of acute leukemia is help for diagnosing it 

which contains B-cell acute lymphoblastic leukemia (BALL), T-cell acute 

lymphoblastic leukemia (TALL) and acute myeloid leukemia (AML). However, 

selecting cancer-causing genes is a challenging problem in performing multi-

classification. In this paper, weighted gene co-expression networks are employed to 
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