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Abbreviations 

TB, tuberculosis; MTB, mycobacterium tuberculosis; LTBI, latent tuberculosis infection; TLR, 

Toll-like receptor; TIR, Toll/IL-1 receptor; TLR1, toll like receptor 1; PTB, pulmonary tuberculosis; 

SNPs, single nucleotide polymorphisms; HC, healthy controls; IGRAs, interferon-gamma release 

assays; CHB, Han Chinese Beijing; MAF, minor allele frequency; OR, Odds Ratio; 95%CI, 95% 

confidence interval; NOS, Newcastle Ottawa Scale; HWE, Hardy-Weinberg equilibrium; LD, 

linkage disequilibrium; MDR, multifactor dimensionality reduction; RERI, relative excess risk due 

to interaction; AP, attributable proportion due to interaction; S, synergy index; GWAS, genome-

wide association studies. 
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