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Highlights

e Acomplete genome of a novel CRESS DNA virus with six putative ORFs was
determined in diarrheic sample of a calf with severe hemorrhagic enteritis.

e First report of a CRESS DNA virus genome with more than 2 ORFs in bovine.

e The CRESS DNA virus may represent a new virus in the proposed family
Kirkoviridae.

Depositories: the raw sequence reads from the viral metagenomic libraries have been
deposited into as BioProject, Biosample and SRA at NCBI, the accession number were

PRINA389792, SAMNO07208491 and SRP108885, respectively. The complete genome


https://www.ncbi.nlm.nih.gov/bioproject/PRJNA389792
https://www.ncbi.nlm.nih.gov/biosample/SAMN07208491
https://trace.ncbi.nlm.nih.gov/Traces/sra/?study=SRP108885
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