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Abbreviations: CNS = central nervous system; RNA-seq = RNA sequencing; qRT-PCR = 
quantitative reverse transcription polymerase chain reaction; NGS = next generation sequencing; 
GBM = glioblastoma; SNPs = single nucleotide polymorphisms; exRNAs = extracellular RNAs; 
lncRNAs = long non-coding RNAs; miRNAs = microRNAs; CNS-PNET = primitive 
neuroectodermal tumors of the CNS; CNS NB-FOXR2 = CNS neuroblastoma with FOXR2 
activation; CNS EFT-CIC = CNS Ewing sarcoma family tumor with CIC alteration; CNS 
HGNET-MN1 = CNS high-grade neuroepithelial tumor with MN1 alteration; CNS HGNET-
BCOR = CNS high-grade neuroepithelial tumor with BCOR alteration; ATRT = atypical teratoid 
rhabdoid tumors; CIMP = CpG island methylator phenotype; RTK = receptor tyrosine kinase; 
ADME = absorption, distribution, metabolism and excretion; GSEA = Gene Set Enrichment 
Analysis; ssGSEA = single-sample Gene Set Enrichment Analysis; IGSA = Individual Gene Sets 
Analysis; CSC = cancer stem cells 
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