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The term Systems Biology describing a scientific approach to explain mechanisms of biological
complexity has now been around for about 20 years (1). By that time, systems biology was described
as “... integrating these data and ultimately, formulating mathematical models that describe the
structure of the system and its response to individual perturbations” (1). “Data” frequently refers to
those derived from different omics approaches covering the entire repertoire of genes, RNAs,
proteins or metabolites (including in many instances their interaction) of an organism. From the
articles published in this issue of Current Opinion in Systems Biology it appears that the field is
moving towards higher resolution (single cells and single molecules) and higher precision (for
instance in perturbing a system). The challenge of handling big data is more up to date than ever,

since more and more data are generated at single cell or molecule resolution. Individuality also

seems to be a returning theme when looking ahead in systems biology, in terms of cell-to-cell
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