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This issue of Current Opinions in Systems Biology focuses on genomic and 
epigenomic research in humans, which has matured into one of the most active fields 
in biology and biomedicine during the past ten years. Powerful approaches have 
emerged to shed light on many core questions of biology: What are the genetic and 
environmental causes for human diversity? How does the genome get interpreted to 
give rise to a living cell and a living organism? These questions have been rendered 
particularly pressing by the possibility to turn these fundamental discoveries into 
insights for improving human health. Since the underlying cause for physiological 
pathologies lies in molecular changes at the cellular and tissue level, understanding 
these processes is key to tackling the core causes of disease. Furthermore, the vast 
catalogs of genetic variants associated to human diseases and traits provide an 
important challenge and opportunity to discover the molecular pathways involved in 
how genetic variation manifests in cells and further in high-level phenotypes. The 
articles in this issue discuss many recent insights into these questions, and 
showcase the vast array of approaches that researchers in this field are undertaking 
in systems biology of genomics and epigenomics.  

One of the major drivers of exploration and innovation in functional genomics 
has been the increasingly comprehensive and diverse toolkit that has enabled 
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