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Highlights
e Cancer is characterised by dysregulation of intracellular signalling network
e Probing networks of protein-protein interactions demands new highly selective
tools
e Scaffold-based binding proteins are highly selective from individual protein
domains
e Such tools offer exciting potential to explore protein-protein interaction in

cancer

Abstract

Cancer is frequently characterised by dysregulation of the cellular signalling
processes that govern proliferation, survival and attachment. Understanding such
dysregulation continues to present a challenge given the importance of protein-protein

interactions in intracellular processes. Exploring this protein-protein interactome
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