Accepted Manuscript

Low genomic diversity of Legionella pneumophila within clinical specimens

Sophia David, Massimo Mentasti, Julian Parkhill, Victoria J. Chalker

PII: S1198-743X(18)30210-6
DOI: 10.1016/j.cmi.2018.03.004
Reference: CMI 1235

To appearin:  Clinical Microbiology and Infection

Received Date: 5 January 2018
Revised Date: 22 February 2018
Accepted Date: 3 March 2018

CMI
CLINICAL MICROBIOLOGY

AND INFECTION

REESCMID

Please cite this article as: David S, Mentasti M, Parkhill J, Chalker VJ, Low genomic diversity of
Legionella pneumophila within clinical specimens, Clinical Microbiology and Infection (2018), doi:

10.1016/j.cmi.2018.03.004.

This is a PDF file of an unedited manuscript that has been accepted for publication. As a service to

our customers we are providing this early version of the manuscript. The manuscript will undergo
copyediting, typesetting, and review of the resulting proof before it is published in its final form. Please
note that during the production process errors may be discovered which could affect the content, and all

legal disclaimers that apply to the journal pertain.


https://doi.org/10.1016/j.cmi.2018.03.004

10

11

12

13

14

15

16

17

18

19

20

21

22

23

24

25

Low genomic diversity of Legionella pneumophila within clinical specimens

Sophia David', Massimo Mentastiz, Julian Parkhill® & Victoria J. Chalker®”

Centre for Genomic Pathogen Surveillance, Wellcome Genome Campus, Hinxton, Cambridge, CB10
1SA, United Kingdom
2Respiratory and Vaccine Preventable Bacteria Reference Unit, Public Health England, Colindale, NW9
5EQ, United Kingdom
3Pathogen Genomics, Wellcome Sanger Institute, Wellcome Genome Campus, Hinxton, Cambridge,

CB10 1SA, United Kingdom

*The author is affiliated with, and the research was partly supported by the National Institute for
Health Research Health Protection Research Unit (NIHR HPRU) in Respiratory Infections at Imperial

College London in partnership with Public Health England (PHE).

Research note
Running title: Low genomic diversity of Legionella pneumophila in patients
Abstract length — 251

Total length (excluding abstract and references) — 1185

Corresponding Author:

Sophia David

Centre for Genomic Pathogen Surveillance, Wellcome Genome Campus, Hinxton, Cambridge, CB10
1SA, United Kingdom

Phone: +44(0)1223 494869

Email: sd12@sanger.ac.uk



Download English Version:

https://daneshyari.com/en/article/8944939

Download Persian Version:

https://daneshyari.com/article/8944939

Daneshyari.com


https://daneshyari.com/en/article/8944939
https://daneshyari.com/article/8944939
https://daneshyari.com

